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Abstract:
Desmodus rotundus is a transmitter of zoonotic and emerging diseases to humans and
livestock, such as rabies. Most infectious diseases are spatially limited by the presence of the
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transmitter, whose abundance and survival are influenced by environmental conditions and
the presence of food sources. A tool that facilitates its study is the use of Geographic
Information Systems. The objective of this study was to analyze the interaction of
populations of hematophagous bats and humans, through the development of a probable
model of dispersal of D. rotundus based on known shelters and different environmental
variables, in addition to analyzing the relationship between shelters identified for three years
and their proximity to human settlements, as a process of coexistence. The study was
conducted in the state of San Luis Potosí from 2014 to 2016. A total of 180 shelters of D.
rotundus distributed towards the Huasteca region were identified, 80 % of these were built
by man and 57 % were inhabited. A buffer of 5 km around from the location of each shelter
was calculated, finding inside a total of 976 rural communities and 15 cities, with 337,836
inhabitants. The average distance from shelters to the first human settlement was 518.65 ±
11.33 m. It is necessary to continue studying the association between urbanization and the
emergence of zoonoses, through the understanding of the interactions between wild animalslivestock-humans.
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Introduction
Bats are the mammals that are recognized as reservoirs of potentially zoonotic viruses. They
have been associated with different infectious agents such as those of the Filoviridae family
(Ebolavirus, Marburgrvirus), coronaviruses (including severe acute respiratory syndrome or
SARS coronavirus)(1,2), rabies and other Lyssaviruses, a lineage of Influenza A and several
of the Paramyxoviridae family (Hendra [VHe] and Nipah [VNi])(3). These emerging diseases
have the potential to cause epidemics, caused by interactions between infected bats, the
infectious agent and the host(2). Sometimes there is an intermediate host such as companion
animals, wild animals or livestock, these come into contact and infect humans even
amplifying the virus(2,3). It is evident that the interactions that occur between wildlife,
livestock and humans are not yet well understood, they are likely to occur on different scales
of time, space and in a certain ecological organization, where vectors change their
distribution mainly due to change in land use (agriculture, urbanization, recreation) or climate
changes(1,4). Changes in the environment, mainly those caused by temperature, rainfall and
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humidity, as well as the height above sea level and those given by interactions influence the
frequency and duration of contact between humans and bats, which can favor the
transmission of pathogens to the former, which even seems to be increasing(3,5,6). Viruses
such as hepatitis C, parainfluenza, canine distemper, among others, which are common in
animals and humans, originated in bats(7).
Rabies is the most widely studied viral disease from bats(3). There are three species of
hematophagous bats in Latin America, Diaemus youngi, Diphylla ecaudata and Desmodus
rotundus (D. rotundus)(8).
D. rotundus belongs to the Phyllostomatidae family, which is characterized by feeding
exclusively on the blood of mammals including humans, it has been considered the main
transmitter of rabies in humans and bovine paralytic rabies (BPR) in cattle, from Mexico to
South America(9,10,11). The economic impact of vampire bats is difficult to quantify, because
they weaken cattle through blood loss, lead to secondary infections, reduce milk and meat
production and lead to death if cattle develop BPR(12). In Mexico, this disease occurs
endemically in 25 states, from the Pacific through southern Sonora to Chiapas and from the
Gulf of Mexico south of Tamaulipas to the Yucatán Peninsula(13,14). Of the 255 cases of BPR
reported during 2019, thirty (11.76 %) were reported in San Luis Potosí(14), where despite the
prevention and control measures established (treatment with vampiricide and vaccination),
they continue to occur, even expanding their geographical coverage. Until 2017 the state of
Nuevo León was considered free of BPR, however, in 2018 three cases were reported,
demonstrating an increase in the dispersal of the vector(14,15).
Because the transmission of rabies and other infectious diseases can have devastating effects
on public health and even wildlife conservation, it is clear that understanding has been limited
and it becomes necessary to have different approaches to hematophagous bat-pathogenhuman interactions. Knowledge of the ecology of the host is essential for the relationship
with the human population in disease transmission and dynamics. It is important that the
predictions are reliable to improve the knowledge of the elements that push the dynamics of
the space-time infection, to prevent diseases such as rabies in humans, as well as in livestock,
the understanding of the dispersal of these vectors is required, since they are recognized as
the main transmitters of this virus to these species(3,5,16). Most infectious diseases are
considered to be spatially limited by the presence of the transmitter, whose abundance and
survival are influenced by environmental conditions and the presence of food sources(17). A
tool that facilitates the study of the distribution of vectors and these variables is the use of
Geographic Information Systems (GIS)(18,19,20).
Through spatial models, such as those of “Ecological Niche”, the areas of greatest risk of
transmission of infectious diseases can be predicted, which allows establishing priorities for
their attention through programs such as MaxEnt® or DivaGis®(19,21,22). The maximum
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entropy (MaxEnt) model is one of the most used methods to study the distribution of different
species, predicting the relative suitability of the habitat with functions derived from
environmental variables, preventing the model from overfitting the data(22,23). Like MaxEnt,
DivaGis supports the analysis of exploration or occurrence databases to identify ecological
and geographic patterns in the distribution of wild species(24). In this way, it has even been
allowed to predict the influence of climate change on the distribution of species and diseases,
most models correlate the current occurrence of the species or disease with climatic variables
or through the knowledge of the natural history of the disease and the estimation of the
physiological response of the species to climate change, estimating its possible redistribution
for future climate scenarios(19).
Due to climate change and urbanization patterns and that D. rotundus is a species with the
potential to transmit diseases such as rabies to humans and livestock, epidemiological
surveillance activities and the control of this transmitter become relevant, the objective of
this study was to analyze the close relationship between D. rotundus and humans, through
the development of a probable MaxEnt dispersal model of D. rotundus based on known
shelters and different environmental variables, and analyze the relationship between the
shelters found and their proximity to human settlements, as a process of coexistence with the
use of Diva Gis.

Material and methods
The study was carried out in the state of San Luis Potosí, which is located between 98°19'33.6
WL, 102°17'45.6 WL and 21°9'36.72" NL at 24°29'29.4 NL. The climate that predominates
is the dry and semi-dry, present in 71 % of the state, the average annual temperature is 21 °C,
the average minimum temperature is 8.4 °C in January and the average maximum is around
32 °C in May. Rainfall occurs during the summer from June to September, the average
rainfall of the state is around 950 mm per year(25).

Desmodus rotundus dispersal model using MaxEnt

It was carried out through the records of location of shelters notified and visited during the
years 2014-2016, obtained by the State Committee for the Promotion and Protection of
Livestock of San Luis Potosí (CEFPPSLP, for its acronym in Spanish). Obtaining their
longitude, latitude and altitude, in addition to the municipality, the reason for the action, the
number of vampires captured and treated.
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With the location records of these shelters, 24 environmental variables (EV) were used for
the dispersal model, 19 of them were downloaded from the Worldclim database at a 1 km2
spatial resolution(26,27). In addition to five other variables of climate(28) obtained from the
National Institute of Statistics, Geography and Informatics (INEGI, for its acronym in
Spanish), land use(29), soil(30), geology(31) and altitude(32) (Table 1). All were converted to
raster format with an equal spatial resolution of the climatic layers. With a total of 181 data
sorted in a database and exported to a comma-separated values (CSV) file, for later
incorporation into the MaxEnt software.
Table 1: Environmental variables considered for the dispersal model in the state of San
Luis Potosí
Code
Environmental variable
EV1
EV2
EV3
EV4
EV5
EV6
EV7
EV8
EV9
EV10
EV11
EV12
EV13
EV14
EV15
EV16
EV17
EV18
EV19
EV20
EV21
EV22
EV23
EV24

Average annual temperature (°C)
Diurnal temperature oscillation (°C)
Isothermality (quotient between parameters EV2 and EV7)
Temperature seasonality (coefficient of variation, %)
Average maximum temperature of the warmest period (°C)
Average minimum temperature of the coldest period (°C)
Annual temperature oscillation (difference between parameters EV5 and
EV6)
Average temperature of the rainiest quarter (°C)
Average temperature of the driest quarter (°C),
Average temperature of the warmest quarter (°C)
Average temperature of the coldest quarter (°C)
Annual precipitation (mm)
Precipitation of the rainiest period (mm)
Precipitation of the driest period (mm)
Precipitation seasonality (coefficient of variation, %)
Precipitation of the rainiest quarter (mm)
Precipitation of the driest quarter (mm)
Precipitation of the warmest quarter (mm)
Precipitation of the coldest quarter (mm)
Climate map (types of climate)
Land use (types)
Soils (type of soil)
Geology (type of rocks)
Altitude (m.a.s.l)

Having only presence data, MaxEnt created pseudo-absence points and divided the base into
two groups randomly: data for training, which is the spatial model and where 80 % of the
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location records of the shelters were considered, and validation (test) data of the model,
which considers the remaining 20 % and measures predictive capacity. The output model
was logistic with predicted presence probabilities among the binary range(33). The result of
the model then expresses the value of the suitability of the habitat for the presence of D.
rotundus as a function of environmental variables, through a statistical validation test called
area under the curve (AUC) that indicated sensitivity, understood as the probability of
obtaining a presence result when the species is present, and the closer it is to 1 the more
reliable the result. Additionally, the software calculated from iterations the percentage of
contribution to the model of each of the environmental variables used for the creation of the
model. This analysis marks the climatic similarity between the sites where the shelters are
and where the species possibly lives.

Analysis of potential contact or coexistence between Desmodus rotundus
and human settlements or localities

With the coordinates of the shelters inhabited by D. rotundus, the database was exported to
a shapefile (shp), where a buffer layer with a radius of 5 km(34) was generated, through the
Qgis program. Additionally, another shp layer was added with the information of the location
of rural communities, of which only those that were within the created buffer were selected,
and another with urban areas, selecting those that touched that same buffer.
The number of human settlements (rural localities and urban areas) was counted, as well as
their population, which are potentially within the buffer and therefore maintain interactions
with colonies of D. rotundus, in addition, the average distance from the shelter to the nearest
dwelling was calculated.

Results
Shelter Information

From 2014 to 2016, a total of 180 shelters were identified, of which 67 were identified during
2014, 46 in 2015 and 67 in 2016. Eighty (80) percent of the shelters were artificial, of these,
3 abandoned houses, 1 school, 1 warehouse, a bus station and a bridge stand out. The
remaining 20 % are natural shelters such as caves. The distribution of both natural and
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artificial shelters is greater towards the Huasteca region in the southeast of the state in various
municipalities. Regarding the occupation of the shelters according to the presence of D.
rotundus of the total identified, in 102 shelters (56.7 %) between 6 and 18 individuals were
captured; the rest were found empty despite being visited on average twice in that year
(Figure 1).
Figure 1: Geographical location of the empty shelters and shelters occupied by Desmodus
rotundus from 2014 to 2016 by the State Committee for the Promotion and Protection of
Livestock of San Luis Potosí (CEFPPSLP)

Analysis of potential contact or coexistence between Desmodus rotundus
and human settlements or localities

An average flight radius of D. rotundus of 5 km from the location of each shelter was
considered(34,35,36), and buffers were made, finding within these a total of 976 rural
communities, which were inhabited from 1 or up to 3,124 inhabitants, making a total of
124,884 inhabitants. Of these, 375 (38.4 %) had 10 or fewer inhabitants. As well as 15 cities
with an estimated population of 212,952, representing a total of 337,836 inhabitants (Figure
2). Since the shelters of D. rotundus show connection between them, these can occupy an
area of 3 to 6 km on average, giving them the opportunity for short flights to locate prey(37),
however, the minimum distance that has been found of the movements in vampire bats in
Argentina was 1.5 km(38). As for the average distance from the shelters to the first settlement
with a human population was 518.65 ± 11.33 m, this distance can be easily traveled for the
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search for food, which implies that there is an interaction directly or indirectly at different
levels and frequency of contact with humans, who could potentially be exposed to the rabies
virus. The coexistence between human population and D. rotundus colonies is occurring due
to their dispersal, concentration of shelters, and the distance between shelters to human
communities.
Figure 2: Rural and urban localities within a radius of 5 km from the shelters inhabited in
San Luis Potosí during 2014-2016

Desmodus rotundus dispersal prediction model in the state

The prediction model obtained with MaxEnt shows that environmental conditions have
changed moderately from 2014 to 2016, generating more sites of environmental suitability
towards the northern region of the state for the location of D. rotundus, but it is in the
southwestern region where there is a greater probability of development of colonies of D.
rotundus, as shown in Figure 3. Consistently, the climatic variables with the greatest effect
on the model were the annual temperature oscillation, temperature seasonality, precipitation
of the dry quarter, precipitation seasonality and for 2016 the diurnal temperature oscillation,
as can be seen in Table 2. The overall AUC for the model was 0.992 over the entire period
under study, specifically for 2014 (AUC 0.992), 2015 (AUC 0.993), and 2016 (AUC 0.992).
These results allow making a robust prediction model regarding the dispersal of D. rotundus.
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Figure 3: The prediction model with MaxEnt for the presence of Desmodus rotundus, for
2014 (A), 2015 (B), 2016 (C)

Note the increase in the potential distribution towards the northern region (dotted circle).

Year
2014

2015

2016

Table 2: Percentage of contribution of the variables of the MaxEnt model
Variable
Contribution (%)
Temperature seasonality
30.0
Precipitation of the driest quarter
16.1
Annual temperature oscillation
14.9
Precipitation seasonality
14.3
Annual temperature oscillation
26.8
Precipitation of the driest quarter
16.7
Precipitation seasonality
11.8
Temperature seasonality
11.5
Annual temperature oscillation
22.8
Temperature seasonality
20.0
Precipitation of the driest quarter
14.9
Diurnal temperature oscillation
12.5

Discussion

The importance of the D. rotundus bat lies not only in its ability to transmit diseases due to
its feeding and social habits, such as rabies to cattle and occasionally to humans, but also
because it has managed to adapt to new environments, and to the changes generated in land
use, which possibly favors its wide geographical distribution in different regions of Latin
America and Mexico(5,36). This study confirms that the hematophagous bat D. rotundus is
distributed in large areas of San Luis Potosí, but also, that it has been looking for new niches
since cases of BPR have been observed towards the north of the state, where, apparently, the
climatic conditions were not suitable for the presence of these bats. The presence of new
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human settlements, especially rural ones, favors the creation of artificial shelters, where new
colonies of these Chiroptera can migrate; in addition, new settlements usually develop
livestock activities that in turn facilitate the food source of these vectors(34).

A study in Mexico found that, regardless of environmental characteristics, the distribution of
vampire bats increased(39). In this regard, another study conducted in Mexico using MaxEnt
determined through bioclimatic conditions for the period 2050-2070, that 30 % of the
Mexican landscape will provide an ideal habitat for D. rotundus due to changes in climate
regimes. This expansion will occur in northern and central Mexico, where San Luis Potosi is
located(13). Agreeing with the above, another study, using the multi-species distribution
model (SDM), estimated the potential distribution of vampire bats in North America under
current and future climate scenarios, finding that these can be distributed in various habitats
throughout much of southern, central and northern Mexico, including up to the southern
region of the United States, the only limitation to reach this latitude being its poor capacity
to thermoregulate when they are exposed to temperatures below 10 ºC(12).

Considering studies carried out in Mexico, D. rotundus can be in places with temperatures
between 21 and 25 ºC, altitude below 2,300 masl and relative humidity of 45 %(13). The
environmental suitability has been changing in the different years of study, increasing the
area of dispersal towards the north of the state, in the arid region, however, the variables
related to temperature: annual oscillation, seasonality and diurnal oscillation (>11.5 %),
together with the precipitation variables: of the driest quarter and precipitation seasonality
(>14.3 %) remained as the factors that contribute mostly to detect areas of potential dispersal
of D. rotundus during the study period. In a study carried out with multivariate geostatistical
methods, where the spatial distribution of BPR cases was evaluated from climatic variables
and disease frequency, it was found that the greatest risk of the presence of BPR cases is
found in the Huasteca region of the state of San Luis Potosí, which agrees with the present
work(39).

During the three years studied, shelters of D. rotundus were found in abandoned sites, where
despite being visited on more than one occasion, no specimen was captured, the percentage
of abandonment of 58 % (34 shelters) in 2014 was higher than that found east of Sao Paulo,
Brazil, where 260 shelters were identified, of which only 29 (11.2 %) were empty(36). The
abandonment of shelters may be due to factors such as food availability, deforestation, but
above all, to the execution of lethal vampire control activities(16,36,40). Usually, after some
time, abandoned shelters can be recolonized, bringing with them new outbreaks of rabies or
other emerging diseases(10,16,41).
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The change of land use from rural to urbanized favors the shelters of the D. rotundus to be
artificial(5). In this work some vampire bats were captured in urbanized sites, such as bus
stops, schools, uninhabited houses, which is consistent with what was found in Sao Paulo,
where 67 % of the shelters used by bats are artificial(42). This situation favors the interaction
between humans, companion animals and vampire bats, which increases the risk of spread
and persistence of infectious diseases(5,43).

The 337,836 people living within the 5 km flight radius of bats found in shelters would
suggest a considerable risk; however, the events of aggression against humans reported by
health authorities are few, which suggests a possible stable coexistence between these
species. There are no studies that make the degree of interaction evident, so it is considered
necessary to establish more precisely the implications of the relationship between these two
species. Since the results of a work carried out in the east of Sao Paulo in Brazil shows the
presence of a shelter of D. rotundus for every six farms, which relates the information with
the size of the herd, but not of the human population. It is important to continue with studies
such as that of Rocha et al(34), which allow establishing values on the potential number of
vampire bats per shelter, the frequency of bites to livestock in a region and cases of rabies.
With data like the above, the researchers were able to build a model to facilitate the location
of shelters and thus be able to identify other vulnerable farms, where surveillance of vampire
bat attacks and other control measures must be reinforced(36).

Considering that the presence of livestock is one of the main factors of the presence and
proximity of D. rotundus to human communities, at the same time it could be a protection to
humans, since vampires have more easily accessible food with domestic animals(8,44).

Conclusions and implications

It is common to identify shelters in sites near human populations of San Luis Potosí, which
shows a relationship in the ecosystem between people and D. rotundus, in which, a higher
frequency of aggressions by Chiroptera could be expected; however, that does not happen,
which indicates an adaptation of coexistence between both species, especially in the southeast
of the state. The fact that 80 % of the shelters have been artificial makes it necessary to study
the role that urbanization plays in the distribution of D. rotundus, as well as the presence of
wild and domestic animals as a buffer against attacks on humans. To date there is not enough
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information on the distribution of this chiropter and its spatial organization and considering
the projections of climate change in the coming years, it is important to be able to predict the
sites of environmental suitability for the location of possible shelters associating them with
human settlements. This will improve epidemiological surveillance activities for rabies and
other zoonotic diseases in the animal and human populations, given the potential of these
species to transmit infectious diseases, which may allow serving more vulnerable localities
given the close interaction with the species.

Acknowledgements

Ximena Torres Mejía received a scholarship for doctoral studies from the National Council
for Science and Technology (CONACYT, for its acronym in Spanish), in the Master's Degree
and Doctoral Program in Production and Animal Health Sciences of the National
Autonomous University of Mexico (UNAM, for its acronym in Spanish). Biologist Ignacio
Amezcua, of the State Committee for the Promotion and Protection of Livestock of San Luis
Potosí (CEFPPSLP, for its acronym in Spanish) for his support in data collection and
fieldwork.

Conflict of interest

The authors declare that they have no conflict of interest.

Literature cited:
1.- Plowright RK, Eby P, Hudson PJ, Smith I, Westcott D, Bryden WL, et al. Ecological
dynamics of emerging bat virus spillover. Proc Biol Sci 2015;282(1798):20142124.
2.- Calisher CH, Childs JE, Field HE, Holmes KV, Schountz T. Bats: important reservoir
hosts of emerging viruses. Clin Microbiol Rev 2006;19:531–545.
3.- Hayman DT, Bowen RA, Cryan P M, McCracken GF, O'Shea TJ, Peel AJ, et al. Ecology
of zoonotic infectious diseases in bats: current knowledge and future directions.
Zoonoses Public Health 2013;60(1):2-21.
705

Rev Mex Cienc Pecu 2021;12(3):694-709

4.-Becker DJ, Czirják GÁ, Volokhov DV, Bentz AB, Carrera JE, Camus MS, et al. Livestock
abundance predicts vampire bat demography, immune profiles and bacterial infection
risk. Phil Trans R Soc B 2018;373:e1745.
5.- Joffrin L, Dietrich M, Mavingui P, Lebarbenchon C. Bat pathogens hit the road: But
which one?. PLoS Pathog 2018;14(8):e1007134.
6.- Barcenas-Reyes I, Loza-Rubio E, Zendejas- Martinez H, Luna-Soria H, Canton-Alarcon
G, Milian-Suazo F. Comportamiento epidemiológico de la rabia paralitica bovina en la
región central de México, 2001-2013. Rev Panam Salud Publica 2015;38(5):396–402.
7.- Quan P, Firth C, Conte JM, Williams SH, Zambrana-Torrelio CM, Simon J. et al. Bats
are a major natural reservoir for hepaciviruses and pegiviruses. Proc Natl Acad Sci USA
2013;110:8194–8199.
8.- Johnson N, Aréchiga-Ceballos N, Aguilar-Setien A. Vampire bat rabies: Ecology,
epidemiology and control. Viruses 2014;6:1911-1928.
9.- Velasco-Villa A, Mauldin MR, Shi M, Escobar LE, Gallardo-Romero NF, Damon I,
Olson VA, Streicker DG, Emerson G. The history of rabies in the western hemisphere.
Antiviral Res 2017;146:221-232.
10.- Blackwood JC, Streicker DG, Altizer S, Rohani P. Resolving the roles of immunity,
pathogenesis, and immigration for rabies persistence in vampire bats. Proc Natl Acad
Sci USA 2013;110(51):20837-20842.
11.- Condori-Condori RE, Streicker DG, Cabezas-Sanches C, Velasco-Villa A. Enzootic and
epizootic rabies associated with vampire bats, Peru. Emerg Infect Dis 2013;19(9)1463–
1469.
12.- Hayes MA, Piaggio AJ. Assessing the potential impacts of a changing climate on the
distribution of a rabies virus vector. PLoS ONE 2018;13(2):e0192887.
13.- Zarza H, Martínez-Meyer E, Suzán G, Ceballos G. Geographic distribution of Desmodus
rotundus in Mexico under current and future climate change scenarios: implications for
bovine paralyticc rabies infection. Vet Mex OA 2017;4(3).
14.- SENASICA.2019. Informe Semanal sobre Enfermedades y Plagas de Reporte
Obligatorio
Inmediato.
Semana
51.
https://www.gob.mx/cms/uploads/attachment/file/524294/SEM_51_2019_WEB.PDF.
Consultado 22 Feb, 2020.
15.-Moran D, Juliao P, Alvárez D, Lindblade KA, Ellison JA, Gilbert AT, et al. Knowledge,
attitudes and practices regarding rabies and exposure to bats in two rural communities
in Guatemala. BMC Res Notes 2015;8:955.
706

Rev Mex Cienc Pecu 2021;12(3):694-709

16.- Streicker DG, Allgeier JE. Foragingn choices of vampire bats in diverse landscapes:
potential implications for land-use change and disease transmission. J App Ecol
2016;53:1280-1288.
17.- Zaidi F, Fatima SH, Jan T, Fatima M, Ali A, Khisroon M. Environmental risk modeling
and potential sand fly vectors of cutaneous leishmaniasis in Chitral district: a leishmanial
focal point of mount Tirich Mir, Pakistan. Trop Med Int Health 2017;22(9):1130–1140.
18.- Escobar LE, Peterson AT, Papeş M, Favi M, Yung V, Restif O, Huijie-Qiao H, MedinaVogel G. Ecological approaches in veterinary epidemiology: mapping the risk of batborne rabies using vegetation indices and night-time satellite imagery. Vet Res
2015;46(1):92.
19.- Portilla-Cabrera CV, Selvaraj JJ. Geographic shifts in the bioclimatic suitability for
Aedes aegypti under climate change scenarios in Colombia. Heliyon 2020;24:
6(1):e03203.
20.- Tran A, Ippoliti C, Balenghien T, Conte A, Gely M, Calistri P, Goffredo M, Baldet T,
Chevalier V. A geographical information system-based multicriteria evaluation to map
areas at risk for rift valley fever vector-borne transmission in Italy. Transbound Emerg
Dis 2013;60:14–23.
21.- Rousseau R, McGrath G, McMahon BJ, Vanwambeke SO. Multi-criteria decision
analysis to model Ixodes ricinus habitat suitability. EcoHealth 2017;14(3):591–602.
22.- West AM, Kumar S, Brown CS, Stohlgren TJ, Brombergc J. Field validation of an
invasive species Maxent model. Ecol Inform 2016;36:126-134.
23.- Lee DN, Papeş M, Van den Bussche RA. Present and potential future distribution of
common vampire bats in the Americas and the associated risk to cattle. PloS one
2012;7(8):e42466.
24.- Sunil N, Sivaraj N, Anitha K, Abraham B, Kumar V, Sudhir E, Vanaja M, Varaprasad
KS. Analysis of diversity and distribution of Jatropha curcas L. germplasm using
Geographic Information System (DIVA-GIS). Genet Resour Crop Evol 2008;56(1):
115–119.
25.- INEGI. Cuéntame, información por entidad. San Luis Potosí. Disponible en el URL
http://cuentame.inegi.org.mx/monografias/informacion/slp/territorio/clima.aspx?tema=
me&e=24. Consultado 8 Feb,2020.

707

Rev Mex Cienc Pecu 2021;12(3):694-709

26.- Hesami N, Reza Abai M, Vatandoost H, Alizadeh M, Fatemi M, Ramazanpour J, HanafiBojd AA. Using ecological niche modeling to predict the spatial distribution of
Anopheles maculipennis s.l. and Culex theileri (Diptera: Culicidae) in Central Iran. J
Arthropod-Borne Dis 2019;13(2):165–176.
27.- Hijmans RJ, Cameron SE, Parra JL, Jones PG, Jarvis A. Very high resolution
interpolated climate surfaces for global land areas. Int J Climatol 2005;25:1965–1978.
28.-García E. Modificaciones al sistema de clasificación climática de Köppen. Serie Libros
núm. 6. México: Instituto de Geografía, UNAM;2004.
29.- INEGI, 2007. Carta edafológica. Escala 1:250,000. Instituto Nacional de Estadística y
Geografía.
México.
URL:
https://www.inegi.org.mx/app/biblioteca/ficha.html?upc=702825235673.Consultado
22 Feb, 2020.
30.- INEGI, 2008. Unidades climáticas. Escala 1:1,000,000. Instituto Nacional de Estadística
y
Geografía.
México.
URL:
https://www.inegi.org.mx/app/biblioteca/ficha.html?upc=702825267568. Consultado
22 Feb, 2020.
31.- INEGI, 2015. Carta de uso de suelo y vegetación. Escala 1:250,000. Serie V. Instituto
Nacional
de
Estadística
y
Geografía.
México.
URL:
https://www.inegi.org.mx/app/biblioteca/ficha.html?upc=702825570385. Consultado
22 Feb, 2020.
32.- INEGI, 2017. Topográfica. Escala 1:50,000. Instituto Nacional de Estadística y
Geografía.
México.
URL:
https://www.inegi.org.mx/app/biblioteca/ficha.html?upc=889463532200. Consultado
22 Feb, 2020.
33.- Phillips SJ, Robert P. Anderson RP, Schapire RE. Maximum entropy modeling of
species geographic distributions. Ecol Modell 2006;190:231–259.
34.- Rocha F, Ulloa-Stanojlovic FM, Rabaquim VCV, Fadil P, Pompei JC, Brandão PE, Dias
RA. Relations between topography, feeding sites, and foraging behavior of the vampire
bat, Desmodus rotundus. J Mammal 2019;101(1):164-171.
35.- Delpietro HA, Russo RG,Carter GG, Lord RD, Delpietro GL. Reproductive seasonality,
sex ratio and philopatry in Argentina’s common vampire bats. R Soc Open Sci
2017;4:160959.

708

Rev Mex Cienc Pecu 2021;12(3):694-709

36.- Rocha F, Dias RA. The common vampire bat Desmodus rotundus (Chiroptera:
Phyllostomidae) and the transmission of the rabies virus to livestock: A contact network
approach and recommendations for surveillance and control. Prev Vet Med
2020;174:104809.
37.- Romero ML, Aguilar SA, Sanchez, HC. Murciélagos benéficos y vampiros,
características, importancia, rabia y conservación. Mexico: AGT Editor SA; 2006.
38.- Delpietro HA, Russo RG, Carter GG, Lord RD, Delpietro GL. Reproductive seasonality,
sex ratio and philopatry in Argentina’s common vampire bats. R Soc Open Sci
2017;4:160959. http://dx.doi.org/10.1098/rsos.160959.
39.- Bárcenas-Reyes I, Nieves-Martínez DP, Cuador-Gil JQ, Loza-Rubio E, González-Ruíz
S, Cantó-Alarcón GJ, Milian-Suazo F. Spatiotemporal analysis of rabies in cattle in
central Mexico. Geospat Health 2019;14(2).
40.- Olival KJ. To cull, or Not to Cull, Bat is the Question. EcoHealth 2016;13:6-8.
41.- Woodroffe R, Donnelly CA, Jenkins HE, Johnston WT, Cox DR, Bourne FJ, et al.
Culling and cattle controls influence tuberculosis risk for badgers. Proc Natl Acad Sci
USA 2006;103:14713–14717.
42.- Mialhe P. Characterization of Desmodus rotundus (E. Geoffroy, 1810) (Chiroptera,
Phyllostomidae) shelters in the Municipality of São Pedro - SP. Braz J Biol
2013;73(3):521–526.
43.- Hassell JM, Begon M, Ward MJ, Fèvre EM. Urbanization and disease emergence:
Dynamics at the wildlife–livestock–human interface. Trends Ecol Evol 2016;32(1):5567.
44.- Bobrowiec PED, Lemes MR, Gribel R. Prey preference of the common vampire bat
(Desmodus rotundus, Chiroptera) using molecular analysis. J Mammal 2015;96(1):5463.

709

